Leptospires were traditionally classified as belonging to two species, Leptospira interrogans and Leptospira biflexa, comprising pathogenic and non-pathogenic strains, respectively (Johnson & Faine, 1984) . A more complex classification, based upon DNA-DNA relatedness, recognizes 13 species with validly published names and four as yet unnamed genomospecies (Brenner et al., 1999; Perolat et al., 1998; Ramadass et al., 1992; Yasuda et al., 1987) .
Leptospira parva strain H
T was isolated from contaminated bovine albumin liquid culture medium, and was recognized as being distinct from strains belonging to both existing species of the genus Leptospira (Hovind-Hougen et al., 1981) . Moreover, the G+C content differed markedly from that of strains of other Leptospira species (Hovind-Hougen et al., 1981) . That Leptospira parva was not closely related to other species within the genus was further confirmed by DNA-DNA relatedness studies (Yasuda et al., 1987) and 16S rRNA gene sequencing (Fig. 1) .
A second strain, S-308-81 (=ATCC BAA-1112), was isolated from the uterus of a sow in Northern Ireland. The 16S rRNA gene sequence of this strain was found to be identical to that of strain H T . DNA was extracted from strains H T and S-308-81 and purified, as described previously (Brenner et al., 1982) . DNA from strain H T was labelled with [ 32 P]dCTP (Brenner et al., 1999) , and the DNA-DNA relatedness and percentage divergence between the two strains were determined by using the hydroxyapatite method, at an optimal reassociation temperature of 55 u C. The DNA-DNA relatedness (relative binding ratio) was 81 % and the percentage divergence in related DNA sequences was 0?2 % (Table 1 ). These two strains meet the criteria for the molecular definition of a species (Brenner et al., 1999) . DNA-DNA relatedness studies (Table 1 ) have shown Leptospira parva strain H T to be distinct from strains of other Leptospira species and from Leptonema illini (Brenner et al., 1999) .
A proposal was made at the ICSB Subcommittee on the Taxonomy of Leptospira (TSC) meeting in 1990 to transfer Leptospira parva from the genus Leptospira to a newly created genus, 'Turneria', as 'Turneria parva' . This proposal was agreed to at the TSC meeting, but apparently was not prepared for publication, so the name currently has no standing in nomenclature. The nomenclature of this species has become a source of confusion, with some authors referring incorrectly to Leptospira parva as Leptospira parva incertae sedis (Hookey, 1993) and others using the genus name 'Turneria', which has no standing in nomenclature. Moreover, the genus name 'Turneria' is illegitimate because it is the name of genera of both plants (Dicotyledones: Turneraceae) and animals (Formicidae, Hymenoptera and Sauropterygia, Reptilia).
In order to clarify this situation, we propose the transfer of Leptospira parva to the genus Turneriella as Turneriella parva gen. nov., comb. nov., with strain H T as the type strain (Hovind-Hougen et al., 1981) . We believe that this fulfils the original intention of the proposal minuted from the 1990 TSC meeting . The description of T. parva is given below, and the description of the family Leptospiraceae Hovind-Hougen 1979 is emended, to take into account the proposed changes. 
Emended description of Leptospiraceae Hovind-Hougen 1979
Comprises three genera, Leptospira, Leptonema and Turneriella, defined by differences in G+C content, DNA-DNA relatedness and 16S rRNA gene sequences. The G+C contents of the genera Leptospira, Leptonema and Turneriella are 33-43, 54 and 48 mol%, respectively (Yasuda et al., 1987) . Other characteristics are as described previously (Hovind-Hougen, 1979; Johnson & Faine, 1984 Exhibits the following characteristics in addition to those given in the genus description. DNA G+C content is 48 mol% (Yasuda et al., 1987) . Growth is inhibited by 200 mg 8-azaguanine ml 21 and 10 mg 2,6-diamonopurine ml
21
. Produces lipase. Grows at 13, 30 and 37 uC after prolonged incubation. Strains have been isolated from contaminated culture medium, from tap water and from the uterus of a sow. Not pathogenic for hamsters. The type strain is H T (=NCTC 11395 T =ATCC BAA-1111 T ).
